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KMS-12PE:

KMS-12BM:
KMS-18:58/M
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KMS-26:50/M
KMS-27:52/M
KMS-28PE:
KMS-28BM:
KMS-33:70/F

KMS-34:60/F
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Ig A-A
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62/M
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lg G-K
BJP-k
71/F
<KMS-12PE
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lg A-K

non-producing

sister line>
to BJP-A
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sister line>

lg G-A
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feeder layer
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(1/9/98)

( )

(6/30/98)
(8/8/99)
(4/28/98)

(1/6/00)
(2/1/00)

(10/28/99)

IL-6

(2/7/01)
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P53

Hot Spots (Exon 5) PCR

SSCP (single strand conformation
.Y polymorphism analysis)

¥
DNA
PCR
V
PCR
transfection
¥
overnight)
¥

PCR




P53 i

ol ——— GCCGTGGGTTGATTCCAC
l-‘"ﬂ . | » GCCGOGTIHAHGGT TGHTTCCHL
! L LRt .

2 KMS-26 |'| I
el o L
o {r}
I ﬁ ——> GGAGCTGCCCCACCAT
BK L IGGLACTGCCCCCACCAT {\ﬂ
I\ Wy

3
Codon 145
KMS-34 TGG -> TAG
Codon 175 Trp -> Stop

CGC -> CAC
}  Arg ->His
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KMS-34
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(IFN) o

IFNa

IFNo /3

IFNa

IFNa 0, 250, 500, 750 1,000 units/ml
WST-1 assay
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KMS-34
AG490

MAP kinase
PI3 kinase
Wortmannin)

(IFN) @

80

160 p
140 p
1207
JAK/STAT "
IFNa = 100f
PD98059)

60

40 }

20p

0
IFNa 1,000 U/ml

p=.0006 p <0001 p=.0039

[ [t

AG490 PD98059 Wortmannin
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